	Disease Type
	Positive libraries/ Total libraries
	6a
	16
	18
	26
	30
	31
	33
	35
	39
	45
	52
	56
	58
	59
	68b
	69
	70
	73

	CESC
	247/260
	
	141
	30
	1
	1
	7
	9
	6
	5
	20
	8
	1
	7
	3
	2
	1
	2
	2

	ESCA
	0/95
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	HNSC
	81/528
	
	67
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	LUSC
	3/490
	
	2
	
	
	1
	
	
	
	
	
	
	
	
	
	
	
	
	

	BLCA
	5/46
	1
	1
	
	
	
	
	
	
	
	1
	1
	1
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1.       The RPM threshold used for both methods is 0.2
2.       Any sample called as positive by either method is called positive as a consensus
3.       The consensus calls are highlighted in bold in Column C
4.       There are only 3 tumors with discordant calls (highlighted in yellow on column C):
a.       TCGA-LP-A4AV (PathSeq negative, BBT positive)
b.       TCGA-P3-A6T8 (PathSeq positive, BBT negative)
c.       TCGA-DQ-5631 (PathSeq positive, BBT negative)
[bookmark: _GoBack]5.       The tumors with only one call are italicized
image1.tiff
Summary of the calls¥

Positive
Disease libraries / 16 18 31 68 70 | 73
type Total ]
libraries
141 30 1 1 7 9 6 5 20 8 1 7 3 2 1 2 2

CESC 247 [ 260

ESCA 0/95

» HNSC 81/528 67 10 3 1
LUSC 3/490 2 1
BLCA 5/46 1 1 1 1 1

The first strain call (column F) is showing the high rpm passing the threshold
value for all the libraries except TCGA-EK-A2IP (CESC) library that shows double
strains

¥ Sara Sadeghi, BC Cancer Agency, “PanSCC_HPV_analysis_BCGSC_August222016.ppt”
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